FIGURE 3 



M 
< 

o 
w 
* 
o 

3 



o 



© 

IN 




120 



TIKE (ffiin) 




1)1/324481 

FIGURE * 



o , 




PATIENT NUMBER 



EBV TRANSFORMED B-CELLS 



Mr » 10 3 



ft- 



!=*» 

J: ■ 



07/324481 



FIGURE 3 




FIGURE 7 



17/324481 



I I I I I I 




0 00> 01 ' > to IOC 

CYTOKINE CONCENTRATION (ng/ml) 




07/324481 



Figure 8 
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57 



ATG OCT COC AGC AGC CCC COG CCC GOG CTG OOC GCA CTC CTG GTC CTG CTC GGG OCT CTC TTC OCA GGA OCT GGC AAT GOC CAG ACA TCT 147 
MAPSSPRP ALP ALL VLLGALFPGPGNAQTS 3 



GTG TCC COC TCA AAA GTC ATC CTG CZX CGG GGA GGC IDC GTC CTG GTG ACA TGC AGC AGC TCC TGT GAC CAG OOC AAG TTG TTG GGC ATA 237 
VSPSKVILPRGGSVLVTCSTSCDQPKLLGI 33 



GAG ACC CCG TTG OCT AAA AAG GAG TTG CTC CTG OCT GOG AAC AAC CGG AAG GTG TAT GAA CTG AGC AAT GTG CAA GAA GAT AGC CAA CCA 327 
E T P L P K KELL LPGNNRKVYELSNVQEDSQP 63 



ATG TGC TAT TCA AAC TGC OCT GAT GGG CAG TCA ACA OCT AAA ACC TTC CTC ACC GTG TAC TOG ACT CCA GAA CGG GTG GAA CTG OCA CCC 417 
MCYSNCPDGQSTAK TFLTVYWT PER V E L A P 93 



CTC CCC TCT TOG CAG CCA GTG GGC AAG AAC CTT ACC CTA OGC TGC CAG GTG GAG GGT GGG GCA COC CGG GOC AAC CTC ACC GTG GTG CTG 507 
_L P 5 W Q P V G K IN L T 1 LRCQVEGGAPRA |N L Tl V V L 123 



CTC CGT GGG GAG AAG GAG CTG AAA CGG GAG CCA OCT GTG GGG GAG CCC OCT GAG GTC ACG AGC AOG GTG CTG GTG AGG AGA GAT CAC CAT 597 
LRGEKELKREPAVGEPAEVTTTVLVRRDHH 153 



GGA nrr AhT ttt tc TGC CGC ACT GAA CTG GAC CTG CGG GCC CAA GGG CTG GAG CTG TTT ran **r ^ tctz qqc CCC TAC CAG CTC CAG 6B7 
G A In F S I CRTELDLRPQGLELFE I N T S I A P Y Q L Q 183 



ACC TTT GTC CTG CCA GOG ACT OOC CCA CAA CTT GTC AGC CCC CGG GTC CTA GAG GTG GAC AOG CAG GGG ACC GTG GTC TGT TCC CTG GAC 777 
TFVLPATPPQLVSPRVLEVDTQGTVVCSLD 213 



GGG CTG TTC CCA GTC TCG GAG GOC CAG GTC CAC CTG GCA CTG GGG GAC CAG AGG TTG AAC GCC ACA GTC ACC TAT GGC AAC GAC TCC TTC 867 
GLFPVSEAQVHLALGDQR L N P T V T Y G|N U S | F 243 



TOG GCC AAG GCC TCA GTC ACT GTG ACC GCA GAG GAC GAG GGC ACC CAG CGG CTG ACG TGT GCA GTA ATA CTG GGG AAC CAG AGC CAG GAG 957 
SAKASVSVTAEDEGTQRLTCAVILG |K Q 5| Q E 273 



ACA CTG CAG ACA GTG ACC ATC TAC AGC TTT COG GCG CCC AAC GTG ATT CTG ACG AAG CCA GAG GTC TCA GAA GGG ACC GAG GTG ACA GTG 1047 
TLQTVTI YSFPAPNVILTKPEVSEGTEVTV 303 



AAG TGT GAG GCC CAC OCT AGA GCC AAG GTG ACG CTG AAT GGG GTT CCA CCC CAG CCACTGGSCCCGAaSGCCraCTCCTCCTC 1137 
KCEAHPRAK V T L NGVPAQPLGPRAQLLLKA 333 



ACC CCA GAG GAC AAC GGG CGC AGC TTC TCC TGC TCT GCA ACC CTG GAG GTG GCC GGC CAG CTT ATA CAC AAG AAC CAG ACC CGG GAG CTT 1227 
TPEDNGRSFSCSATLEVAGQL IHK |N Q t| R E L 363 



CGT GTC CTG TAT GGC CCC OGA CTG GAC GAG AGG GAT TGT COG GGA AAC TOG ACG TOG CCA GAA AAT TCC CAG CAG ACT CCA ATG TGC CAG 1317 
RVLYGPRLDERDCPG |N W T| WPENSQQTPMCQ 393 



OCT TOG GOG AAC CCA TTG COC GAG CTC AAG TGT CTA AAG GAT GGC ACT TTC CCA CTG CCC ATC GGG GAA TCA GTG ACT GTC ACT OGA GAT 1407 
AWGNPLPELKCLKDGTFPLP IGESVTVTRD 423 



CTT GAG GGC ACC TAC CTC TGT CGG GCC AGG AGC ACT CAA GGG GAG GTC ACC OGC GAG GTG ACC GTG AAT GTG CTC TCC COC CGG TAT GAG 1497 
LEGTYLCRARSTQGEVTREVTVNVLSPRYE 453 



ATT GTC ATC ATC ACT GTG GTA GCA GCC GCA GTC ATA ATG GGC ACT GCA GGC CTC AGC ACG TAC CTC TAT AAC OGC CAG CGG AAG ATC AAG 1587 
IVI ITVVAAAVIMGTAGLSTYLYNRQRK I K 483 



AAA TAC AGA CTA CAA CAG GOC CAA AAA GGG ACC CCC ATG AAA CCG AAC ACA CAA GCC ACG OCT CCC TGA ACCTAT1 X UiJ3raULiJUai.TlU.'l 1683 

KYRLQQAQKGTPMKPNTQATPP* 505 

ujj^nux xrp a ' i \ j J i \X3Ctu 1802 

CWyCAGC ATriUJUUUJ VTO^ 1921 

TAAAGTCTRGCCTGATGAGAGGCCAA 2040 

CAGAAGAAGTGG C CCTCCATAGACATG 2159 

ATTCAlTlUnATTTTACCAGCTATrrA^ 2278 

TGTACA <JL»1UIj1 ACACTGCAGGAGA G T UX T 2397 

TATATGGACTGGTAAUU b ' lUXJ CA^ 2516 

T U nU ACAATGACACTCAQDCT 2635 

o viyi\x:i\±u jTGKTCf ajj^ 2754 

AGCTCT O XTCTGTCACCCAQ 2873 

GCTCACAACACCACA a:iUJC AAATTT ^ 2992 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 3' 3023 
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Figurt 11 LFA-1 positive EBV-lrtniformte* B-lymphobfistoie' ce^is 
bind to ICAM 1 1n pTtnar membrantt. 
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Figure 12 LFA-1 positive EBV-transformed B-!ymphob!astoid cells 
bind to ICAM-1 In planar membranes. 
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Figure 13 Inhibition of binding of JY B-Iymphoblastold cell binding to 
ICAM-1 In plastic-bound vesicles by pretreatment of cells or vesicles 
with monoclonal antibodies. 
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TEMPERATURE. "C 



Figure n Effect of temperature on binding of T-lymphoblasts to IC Af. 
In plastic-bound vesicles. 



07/324481 



o 
o 

CD 



Cone, mM 
Ca**: 




1.0 1.0 
1.2 1.2 



1.0 0.1 



1.2 



0.1 
1.2 



Ell 



.12. 



XL! 



□ ICAM1 



Figure 15 oivifenl cation requirement for binding of T-Iymphoblasis to 
ICAM-1 in plastlc-bountf vesicles. 
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Binding of ICAM-1 Domain 2 Mutants to LFA-1 
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Binding of ICAM-1 Domain 1 Mutants to LFA-1 
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